Table 1. Relationship between codon usage measured by RSCU for human and HIV-1 (RSCUHum and RSCUHIV) and packaging of host tRNA by HIV-1. Rank(Icodon) and Rank(ItRNA) are significantly and positively correlated (r = 0.5780, p = 0.0304).
	AA(Codon)
	RSCUHum
	RSCUHIV
	Rank(Icodon)
	tRNAHIV(1)
	tRNAGagVLP(2)
	Rank(ItRNA)

	Arg(AGA)
	0.97
	1.44
	8
	0.0494
	0.0277
	4

	Arg(AGG)
	1.03
	0.56
	4
	0.0660
	0.0544
	2

	Ile(AUA)
	0.24
	1.59
	14
	1.3397
	0.0614
	14

	Ile(AUY)
	2.64
	1.41
	3
	0.2672
	0.1371
	5

	Leu(UUA)
	0.68
	1.38
	11
	0.0900
	0.0374
	8

	Leu(UUG)
	1.32
	0.62
	1
	0.0450
	0.0496
	1

	Lys(AAA)
	0.76
	1.27
	9
	0.6405
	0.0340
	13

	Lys(AAG)
	1.24
	0.73
	5
	1.0081
	0.0601
	12

	Gly(GGA)
	0.93
	2.08
	12
	0.0708
	0.0290
	9

	Gly(GGB)
	3.07
	1.92
	6
	0.2016
	0.0486
	10

	Val(GUA)
	0.39
	2.08
	13
	0.0662
	0.0282
	7

	Val(GUB)
	3.61
	1.92
	2
	0.0739
	0.0485
	3

	Thr(ACA)
	0.97
	1.94
	10
	0.0481
	0.0215
	6

	Thr(ACB)
	3.03
	2.06
	7
	0.2522
	0.0347
	11


(1) tRNAHIV: the relative tRNA abundance of HIV-1 virion versus human HEK293T cells 
(2) tRNAGagVLP: the relative tRNA abundance of Gag viral-like particles (GagVLP) versus human HEK293T cells. 
